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XIEZHHY cDNA FREFSS, PERIESLBI AT IR G A BT, 45 R IR PraRIER 1L
K EX R 2 [a] 2Rk (UL 2).,

2. 3 HERFIIER

GeneBank 73T & B, 90 AN F 51 e, 18 A2 55 i B i 51 43 18 &2 %% UIAH SC 1 0 % 91,
GeneBank #5255 AF240164—AF 240181 S2g520 6, 12, 24h, 4d 1 8d Ay ik ik K 4
Al AL AL S, 30 24, AT,

No- 1 sequence (AFZ240164)
1 caggctatcc cgtggtttcg gttegtetta ttegtgeace ggacggaaag tgeagegttg
61 gactgaagca acgctttctt attgacggca gecccaccaa tggeaagegt ctettttett
121 ggcatttgct tcggaagtag attaacctaa tcgaccatce tectecatte gagageatge
181 accatcagca aaagtgatgt tgeggtgget gaggtatttg gagagggttt taaaggtcce
241 tttactagta attgaccaca tcccaccace cgatgetgge cttgacctgt caagggaact

301 gggctgtaaa ccgccaaaag gggtgtgcaa atggaggtgg gcatgaactg ggtgctcaaa
361 gagccgatgg aagggtttgt gtgaacccaa gtgeceggtgt ggggtaaagg tgtg

No- 2 sequence (AF240165)
1 ccacgcgtce ggcagtatat gacacaaatqg ttataattag tgttatttct tttccacact
61 gagtcaaaga ttatttcaca gctatttcaa ctttttagat atcataattc tgaccataac
121 actttaaaat attgtattta ttcattcaaa attcattgaa aaatcacatg ctattatatt
181 aaaattatgt gattatttta caaaattaga cttacagaaa agaactattt cctacccaaa

241 aagctgtatg tttatatgca gcatgttttc aaaaaaaaaa aaaaaggqg

No- 3 sequence (AF240166)
1 tatgeggecece agecggcecat ggeccaggtg aaactgecace agtcaggacc tgaagtggta
61 aagcctgggg cttcagtgaa getgtectge aaggcettcag getacatctt cacaagttat
121 gatatagact gggtgaggca gacgcctgaa cagggacttg agtggattgg atggattttt
181 cctggagagg ggagtactga atacaatgag aagttcaagg gcagggcecac actgagtgta
241 gacaagtcct ccagcacagc ctatatggag ctcactagge tgacatctga ggactctget
301 gtctatttcet gtgctagagg ggactactat aggegctact ttgacttgtg gggecaaggg
361 accacggtca ccgtctecte aggtaccaag ctggagcetga aacgggegge cgecaggtgeg
421 ccggtgeegt atceggatee getggaaceg cgtgecgeat aga

No- 4 sequence (AFZ240167)

1 tatgceggcecee ageeggecat ggeccaggtg aaactgecace agtcaggace tgaagtggta
60 aagcctgggg cttcagtgaa getgtectge aaggcettcag getacatcett cacaagttat
120 gatatagact gggtgaggca gacgcctgaa cagggacttg agtggattgg atggattttt
180 cctggagagg ggagtactga atacaatgag aagttcaagqg gcagggcecac actgagtgta
240 gacaagtcct ccagcacagc ctatatggag ctcactagge tgacatctga ggactctget
300 gtetatttet gtgctagagg ggaetactat, aggegetact. ttgacttgtg gggecaaggeg
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360 accacggtca ccgtctecte aggtaccaag ctggagcetga aacgggegge cgecaggtgeqg
420 ccggtgccgt atccggatcc gctggaaccg cgtgccgcat aga

5 sequence (AF240168)

1 ccacgcgtce ggtgtatgtt cttgccaatc ccagcacagt tctacaaagt aaaatatttg

61 gecegtgaatt catattaaca gatggaacat gaaattaaca cgtttttget tegcetaatte
121 acagttcttt taatacgcta attctaaatc acctgttctg actttgacag gctacagaca
181 cctgtttggg gtaatattcc acagctaatt attacatgag aaattcagtt tccaacaaaa
241 gagtttctgt gtgaaattgce cattgtggtt aacaaattaa tatcaactat atacaaatac
301 atttctgatg tcttaattta aatacagcta atatactact catctataac taaagaatgqg
361 tatataaaaa ctaagactgt cctcttagtg tttgaattct gtctgtcaca ctttacacca
421 tggttgcact gatcaagtca gaatgttctt cccagtagea gtaatttact gtaatactgt
481 attttaaatg gcaggaaaag agtatagaat tttcaagtgg ctggaaaaat tcctaactgt
541 atgttaaaaa tgactcagga gagttaaaaa agaaaaattc tgactggaga gagaaaaaaa
601 agtagatggg cggggcgttt tagaaggatc caagcttacg tcegegtgea tgecaaggea
661 taactcttet atcgggcacc taaattcaat tcctgggeceg cggttacacqg geegggactg
721 gga

6 sequence (AF240169)

1 ttgeggcececa geeggecatg geccaggtga aactgcagea gtcaggacct gaactgaaga
60 agcctggaga gacagtcagg atctcctgea aggcttctgg atatacctte acaactgetg
120 gaatgcagtg ggtgcaaaag atgccaggaa agggtttgaa gtggattgge tggataaaca
180 cccactctgg agtgccaaag tatgcagaag agttcaaggg acgctttgece ttctetttgg

240 aaacctctgc cagcactgca tatttacaga taagcaacct caaaaatgag gacacggcta

300 cgtatttctg tatgagatgg gattacgacg gggggtttge ttactgggge caagggacca

360 cggtcaccgt ctcctcaggt ggaggcggtt caggcggagqg tggctctggc agtggcggat
420 cggacatcgt gctcacceag tcteccagett ctttggetgt gtetctaggg cagagggeca

480 ccatctectg cagagecage gaaagtgttg ataatattgg cattagtttt atgaactggt
540 tccagcagaa accaggacag ccacccaaac tcctcatcta tgetgeatee aagcaaggat
600 ccggggtece tgecaggttta ctggcaagtg ggtctgggac agatttcage ctcaacatat
660 atcctatgga g

7 sequence (AF240170)

1 tetatgegge acgeggttee ageggateeg gatacggceac cggegeacct geggeegece
60 gtttcagcete cagettggta cctgaggaga cggtgacegt ggteccttgg ccccacaagt
120 caaagtageg cctatagtag tcccctctag cacagaaata gacagcagag tcctcagatqg
180 tcagectagt gagctccata taggetgtge tggaggactt gtctacacte agtgtggece
240 tgcecttgaa cttetcattg tattcagtac teeectetee aggaaaaate catccaatce
300 actcaagtcc ctgttcaggce gtctgectea cccagtctat atcataactt gtgaagatgt

360 agcctgaagn cttgcaggac agcttcactg aagecccagq ctiftaccact tcaggtcctg
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420 actggtgcag tttcacctgg gccatggeeg getgggeege atagaaagga acaactaaagce
480 gaattgcgaa taataatttt ttcacgttga aaatctccaa aaaaaaggct ccaaagcttg
540 gcgtaatcat ggtcatagcet gtttcetgtg tgaaattgtt atcecgcetcac aattccacac
600 aacatacgag ccggaagcat aaagtgtaaa gectggggtg cctaatgagt gagctaacte
660 acattaattg cc

8 sequence (AF240171)

1 aacagtctat gcggcacgeg gttccagegqg atccggatac ggeaccggeg cacctgegge
60 cgceegtttg atttccaget tggtgeccce tggtgagete gatteecgate cgecacegee
120 agagccacct ccgectgaac cgectecace tgaggagacg gtgacegtgg teecttggee
180 ccagtagtca aagtaataaa aactaccgta gtaagcccct cttgcacagt aatagatgge
240 agaatcatca gatgtcaatc tggcaagtt catataggct gtaatggagg atttgtcaac
300 agtcatagtg gccttgcecect taaacttctg gttgtagttt gtattaccat cgtaagtact
360 aataattcca atccactcta gactctgtgce atgattcatc ttcagccagt gcatagaata
420 atcagtgaat gtgtagccgg aacccttgca ggaaatcttc actgagacce caggcctcac
480 cacctcaggt cctgactget geagtttcac ctgggecatg geeggetggg ccgcatagaa
540 aggaacaact aaaggaattg cgaataataa ttttttcacg ttgaaaatct ccaaaaaaaa
600 ggcttcaaaa gcttggegta atcatggtca tagetgnttn ctgtgtgaaa ttggtatteqg

660 ctcacaattt cacacaat

9 sequence (AF240172)

1 tegatagetg gtacgectge aggtaccggt ccggaattee cgggtegace cacgegteeg
60 gtgtatgttc ttgccaatce cagcacagtt ctacaaagta aaatatttgg ccgtgaattc
120 atattaacag atggaacatg aaattaacac gtttttgctt cgctaattca cagttctttt
180 aatacgctaa ttctaaatca cctgttctga ctttgacagg ctacagacac ctgtttgggg
240 taatattcca cagctaatta ttacatgaga aattcagttt ccaacaaaag agtttctgtg
300 tgaaattgcc attgtggtta acaaattaat atcaactata tacaaataca tttctgatgt
360 cttaatttaa atacagctaa tatactactc atctataact aaagaatggt atataaaaac
420 taagactgtc ctcttagtgt ttgaattctg tctgtcacac tttacaccat ggttgcactg
480 atcaagtcag aatgttcttc ccagtagcag taatttactg taatactgta ttttaaatgqg
540 caggaaaaga gtatagaatt ttcaagtggc tggaaaaatt cctaactgta tgttaaaaat
600 gactcaggag agttaaaaaa gaaaaattct gactggagag agaaaaaaaa gtagatgggce
660 ggggcgtttt agaaggatcc aagcttacgt ccgegtgeat gccaaggcat aactcttcta
720 tegggceacet aaattcaatt cctgggeege ggttacacgg ccgggactgg ga

.10 sequence (AF240173)

1 tctatgegge acgeggttee ageggateeg gatacggeac cggegeaccet geggecgeee
60 gtttcagctc cagcttggtc ccccctccga acgtgtaagg aacctcctta ctttggtgac
120 agaaatacac tgcaggatca tcctecteca taggatatat gttgaggcetg aaatctgtee

180 cagacccact gccagtaaac ctggcaggga ccccggatcc ttgcttggat gcagcataga
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240 tgaggagttt gggtggetgt cctggtttcet getggaacca gttcataaaa ctaatgccaa
300 tattatcaac actttegetg getctgeagg agatggtgge cctetgeect agagacacag
360 ccaaagaagc tggagactgg gtgagcacga tgtccgatce gecactgeca gagecaccte
420 cgcctgaacce gctecacctg aggagacggt gaccegtggte cecttggecca gtaagcaaac
480 ccccegtegt aatcccatcet catacagaaa tacgtageceqg tgtcectceatt ttttgaggtt
540 gcttatctgt aaatatgcaa gtgectggca gaggtttcca aagagaaggce aaagccgtce
600 ctttgaactc ttctggcata cttttggcac ttcagagtgg gtngtttatt ccagccaate
660 cacttcaaaa cccttttect tgg

11 sequence (AF240174)

1 taccggteeg gaattceegg gtcgacccac gegteeggcea gtatatgaca caaatgttat

60 gattagtgtt atttcttttc cacactgagt caaagattat ttcacagcta tttcaacttt

120 ttagatatca taattctgac cataacactt taaaatattg gatttattca ttcaaaattc

180 attgaaaaat cacatgctat tatattaaaa ttatgtgatt attttacaaa attagactta
240 cagaaaagaa ctatttccta cccaaaaagc tgtatgttta tatgcagcat gttttcaaaa
300 aaaaaaaaaa agggceggceceg ctctagagga tccaagcetta cgtacgegtg catgegacgt
360 catagctctt ctatagtgtc acctaaattc aattcactgg ccgtegtttt acaacgtegt
420 gactgggaaa accctggegg ttacccaact taatcgectt geagcacate cccctttege
480 cagctggcegt aatagcgaag aggcccgceac cgatcgecct tcccaacagt tgegeageet
540 gaatggcgaa tgggaccgceg ccctgtageg gegeattaag cegeggegqgg tgtggtggtt
600 acgcgcageg tgaccgtaca cttggcagceg cccctategg cegcettectt tegettttet
660 tecetttect tttttggeea cgttetgece nggtttecee gtcaagetet aaateegggqg
729 ggctcccttt taagggttce gganttaang gttttaccgg nncencgac ceeq

12 sequence (AF240175)

1 cacagtaata gatggcagaa tcatcagatg tcaatctggc aagttccata taggctgtaa
60 tggaggattt gtcaacagtc atagtggcct tgcccttaaa cttetggttg tagtttgtat
120 taccatcgta agtactaata attccaatcc actctagact ctgtgcatga ttcatcttca
180 gccagtgcat agaataatca gtgaatgtgt agccggaacc cttgcaggaa atcttcactg
240 agaccccagg cctcaccacc tcaggtectg actgetgeag tttcacetgg gecatggeeq
300 gctgggecge atagaaagga acaactaaag gaattgcgaa taataatttt ttcacgttga
360 aaatctccaa aaaaaaggct ccaaagcttg gcgtaatcat ggtcataget gtttectgtg
420 tgaaattgtt atccgctcac aattccacac aacatacgag ccggaagcat aaagtgtaaa
480 geectggggtg cctaatgagt gagctaacte acattaattg cgttgegete actgeceget
540 ttccagtcgg gaaacctgte gtgecagcetg cattaatgaa teggncaacg cgeeggggag
600 aggeggtttg cgtatt

13 sequence (AF240176)

1 tggaacattt tatttaaatg tcttgtgttc ccttttaacc aacaccaaaa agagaaatta

60 aaattttitt cttititite tttettittt tttttgctat tccaaacagg ggagtcgctt
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120 cagtgaaggqg ttggcgagtc tctggagetg ggtggggagt gtgtgegtee tgtceggetg
180 ggttgttctt cccagcctgg ccaccctggg tagacagcca acceeggagg tggcttcctg
240 ggagtctcac cctgageaga cctggtctte cctecaggga gggttgggtt gagggactgg

300 ctgtgactat gggacccagt gttccagaga gaaggggtag gggagagaag gtcagatctg
360 gaatgttcca tgatggttge agggtctgga gagtatattt ggtagaaaaa taaggtgcett

420 tgggaatctg cgcagtctgt gtcctgccgg cccaagagag aaacccacce tgctggccaa
480 aaggcagtga atatagaaac aaccggcaga gccaggaatc ctacccacgg agggttcegg
540 gcggaagtga ggcaggtagc caaacttctg ttcctgctcg aggttgcctg gggcctcccc

600 gttgattgtg ggtcgggtca gttggeatgg cacaaaaggg gagggggagc cggtttgtce

660 atttgtgggc tttttgtggg tacctggcgg ctgcaaaaac atggttgccg tgtgggggaa
720 caccaaccca atggaaatca atcggggccc ccttggggag gggcttggte ttagltac

14 sequence (AF240177)

1 ggcgaccgtg gteecttgge cccagtaage aaacceeeeg tegtaateee atctcataca
60 gaaatacgta gccgtgtcect catttttgag gttgcttate tgtaaatatg cagtgetgge
120 agaggtttcc aaagagaagg caaagcgtce cttgaactct tctgcatact ttggeactce
180 agagtgggtg tttatccagc caatccactt caaacccttt cctggceatct tttgeaccca
240 ctgcattcca gecagttgtga aggtatatce agaagecttg caggagatce tgactgtete
300 tccaggcettce ttecagttcag gtectgactg ctgeagttte acctgggeca tggeeggetg
360 ggccgcatag aaaggaacaa ctaaaggaat tgcgaataat aattttttca cgttgaaaat
420 ctccaaaaaa aaggctccaa agcttggegt aatcatggtc atagetgttt cctgtgtgaa
480attgttatcc gctcacaatt ccacacaaca tacgagccgqg aagcataaag tgtaaagcct
540 ggggtgecta atgagtgagc taactcacat taattgegtt gegcetcactg ccegetttee

600 agtcgggaaa cctgtcgtgc cagctgcatt aatgaatcgg ccaacgcgeg gggagaggeqg
660 gtttgegtat tgggegcetcet tc

15 sequence (AF240178)

1 aatctgaacqg attgggcceqg acgtcgeatg cteecggeeg ccatggeeeg cgggatttac
60 ggctgcgaga agacgacaga attttttttt tttttttttt tttttttttt ggagaggggg

120 gtttctctat ageceegget gtectggaac tcactatgta gaccaggetg gettecaget
180 cacagaaat( cttttgccte tgectectga gtgetggggt taagggacte tgegttgtta
240 ccactgctta atcactagtg cggeegectg caggtegace atatgggaga gctcccaacqg
300 cgttggatgce atagcttgag tattctatag tgtcacctaa atagettgge gtaatcatgg
360 tcatagetgt ttectgtgtg aaattgttat ccgcetcacaa ttccacacaa catacgagee
420 ggaagcataa agtgtaaagc ctggggtgcce taatgagtga gctaactcac attaattgeqg
480 ttgcgcetcac tgceegettt ccagtecggga aacctgtegt gecagetgcea ttaatgaate

540 ggccaacgceg cggggagagg cggtttgegt attgggegcet ctteegette g

16 sequence (AF240179)

1 ccggtccega cgtcgctgct cecggecgec atggccgcgg gettatatat atatatatat
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60 atatatatat atatatataa atcactagtg cggccgcectg caggtcgace atatgggaga
120 gcteccaacg cgttggatge atagettgag tattctatag tgtcacctaa atagettgge
180 gtaatcatgg tcatagctgt ttcctgtgtg aaattgttat ccgctcacaa ttccacacaa
240 catacgagcc ggaagcataa agtgtaaage ctggggtgee taatgagtga gctaactcac
300 attaattgceg ttgcgctcac tgccegcettt ccagteggga aacctgtegt gecagetgea
360 ttaatgaatc ggccaacgeg cggggagagg cggtttgegt attgggegcet ctteegette
420 ctegetcact gactegetge geteggtegt teggetgegg cgageggtat cagetcacte
480 aaaggceggta atacggttat ccacagaatc aggggataac cgcaggaaag aacatgtgag
540 caaaaggcca gcaaaaggcc aggaaccgta aaaaggcecge gttgetggeg tttttccata
600 gcteegeeee cectgacgage atcacaaaaa tcegacgcete aagtcagagg tggegaaace
660 cgacaggact ataaagatac caagcgtttc cccctggaag ctecctegtg cgcetetectg
720 ttcegacecet geegettace ggatacetgg necgcttttete

17 sequence (AF240180)

1 ctggttegee tgecaggtace ggteeggaat teeegggteg acccacgegt cegeggacge
60 gtgggeggac gegtgggaaa agattgtgaa gectgtgaaa gtttcagete cecgagttgqg
120 tggaaaacgc taaactggca gattagattt ttaaataaag attggattat aactctaaaa
180 aaaaaaaaaa aagggceggcece gctctagagg atccaagcett acgtacgegt geatgegacqg
240 tcatagctcet tctatagtgt cacctaaatt caattcactg gecgtegttt tacaacgteg
300 tgactgggaa aaccctggeg ttacccaact taatcgectt gecageacate ccectttege
360 cagctggcegt aatagcgaag aggcccgceac cgatcgecct tcccaacagt tgegeageet
420 gaatggcgaa tgggacgcgc cctgtagegqg cgcattaage geggegggtg tggtggttac
480 gcgeagegtg accgctacac ttgcagegee ctagegcececeqg ctectttege tttettecct
540 tecttteteg ccacgttege cggetttece cgtcaagete taaatcgggg ggctcececttt
600 tagggtccga tttagtgett tacggcacct cgaccccaaa aaaacttgat tagggntgat
660 ggttcacgta attgggccat cgcccttgat agacggtttt ttegeecttt gacggttgga
720 agtcceegtt tcttaataag nggactnctt gttccaaacn tggaacaaca cgtt

18 sequence (AF240181)

1 gacgtcgeat gcteceggee gecatggeee gegggatate actagtgegg cegecetgeag
60 gtcgaccata tgggagagct cccaacgegt tggatgcata gettgagtat tctatagtgt
120 cacctaaata gcttggegta atcatggtca tagetgttte ctgtgtgaaa ttgttatceq
180 ctcacaattc cacacaacat acgagccgga agcataaagt gtaaagectg gggtgcectaa
240 tgagtgagct aactcacatt aattgegttg cgctcactge cegetttcea gtegggaaac
300 ctgtegtgee agcetgeatta atgaatcgge caacgegegg ggagaggegg tttgegtatt
360 gggegcetcett cegcettecte geteactgac tegetgeget cggtegtteg getgeggega
420 gcggtatcag ctcactcaaa ggcggtaata cggttatcca cagaatcagg ggataacgca
480 ggaaagaaca tgtgagcaaa aggccagcaa aaggccagga accgtaaaaa ggecgegttg
040 ctggegtttt tccataggcet cegeccceet gacgageatc acaaaaat
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CLONING OF MOUSE GENES RELATED TO REPAIRING OF
INTESTINAL EPITHELIUM OF THE Y IRRADIATED
MICE BY TREATMENT WITH THE INTESTINAL
RNA OF MICE OF THE SAME STRAIN

CUI Daxiang' ZENG Guiying® WANG Feng' GUO Yanhai' REN Dongqing”

TIAN Furong” YAN Xiaojun' ZHAO Tao’ SU Chengzhi'

k Institute of Genetic Diagnosis of the Fourth Military Medical University, Shanxi 710032)
X Department of Irradiation Medicine of the Fourth Military Medical University, Shanxi 710032)

ABSTRACT  To clone the new genes involved in the repair of radiation — damaged intestinal
crypts of mice which were treated with the intestinal RNA of the mice of the same strain- As a
test group- 45 mice which had been irradiated by 7 rays were injected with intestinal RNA of
mice of the same strain in 2h after irradiation and the specimens of the small intestine of these ani-
mals were collected at 6, 12, 24h, 4d and 8d after irradiation respectively - The other 45 mice »
as a control group, were treated with irradiation and physiological saline; and the specimens were
collected as those in the test group- The genes which expressed more highly in the test group than
in the control were cloned into T vectors after subtractive hybridization and LD —PCR and then
sequenced- The sequences obtained were aligned through GeneBank for the new gene search. 90
clones were found associate with the repairing of radiation — damaged mouse intestinal crypts,
which was confirmed by RNA dot blot assays- Among the 90 clones. 18 were accepted by
GeneBank as new genes with the acceptance numbers AF240164— AF240181. Obtained ninety
clones may be correlated closely with repairing of intestinal epithelium of the ¥ —irradiated mice
by treatment with the intestinal RNA of mice of the same strain-
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