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Fig.2 Relative quantity chart of expression of kras mRNA in
normal thymus and thymic lymphoma 1-6:Normal thymus;
7-12: Thymic lymphoma
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Fig.3 The expression of kras in normal thymus and thymic
lymphoma by Western blot: 1. Normal thymus; 2. Thymic lym-
phoma
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Study on relevance between kras gene and thymic lymphomas of mice

induced by X-rays

YU Lei

SUN Shilong FANG Fang LIU Yongzhe

GONG Hongwei SHI Lei JU Guizhi

(School of Public Health, Jilin University, Changchun 130021, China)

ABSTRACT In order to investigate the relation between kras gene and thymic lymphomas of mice induced by

X-rays, we made the thymic lymphomas model of BALB/c mice exposed to X-rays, so as to extracte total RNA and

synthesize cDNA and total protein from both of thymic lymphomas and normal thymus tissue. The mRNA and pro-

tein expression of kras gene in thymic lymphomas and normal thymus were detected by QRT-PCR and Western blot,

respectively. The results show that mRNA expression of kras gene in thymic lymphomas (2.66 + 1.51) is significantly

higher (p<0.05) than that of normal thymus tissue (0.93+0.30); and protein expression of kras gene in thymic lym-

phomas is higher than that of normal thymus tissue. The results suggest that kras gene might be relative to thymic

lymphomas induced by X-rays, and it might be a susceptibility gene to radiation carcinogenesis.
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